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Establishment of mammalian cell cloning with different subtype HPV L, gene fragment
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Abstract. Objective
fragment. Methods According to HPV consensus primer GP5 “/GP6 ", 150 bp gene fragment of each HPV

subtype L, gene was synthesized with the overlap extension PCR, recombined with PMDI8-T vector and identi-

To prepare the standard cell line involved clinical frequent HPV subtype L, gene

fied by enzymase digestion and sequencing. The recombinant was restructed with EGFP-N, vector, transfected
into SPC cell line, screened by G418 and identified by real-time PCR. Results A gene fragment about 150 bp
was obtained by OE-PCR, and its DNA sequence was identical to public sequence of each subtype. Each recom-
binant plasmid was conjuncted with EGFP-N, vector and confirmed by enzymase digestion and sequencing.

Screened by G418, cell strains involving HPV6, 11, 16, 18, 31, 35 L, gene fragment were obtained and identi-

fied by real-time PCR. Conclusion

The successful cloning of 30 clinical frequent HPV subtype L, gene frag-

ments and construction of 6 cell strains have laid a foundation for the further studies on detection of HPV.
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